Biomarkers analysis on samples from patients in EVT801 clinical trial: Patient characterization and immunomonitoring
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EVTS8o01: A differentiating anti-tumour approach Correlation analysis in ovarian cancer patients Inverse correlation between VEGFR3 and immune profile

Correlation VEGFR3-CDS8 by histology Correlation VEGFR3 gene signature (mRNA) & CD8 (histology)

Targeting tumour angiogenesis with the selective VEGFR-3 inhibitor EVT801 - Data analysis was performed on 6 patients with high grade serous ovarian cancer (HGS-OC)
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